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allelematch

amUniqueProfile()

missingDatal.oad=0.095
allelicDiversity=6.1

—8— unique
—8— multipleMatch
~-&- unclassified

alleleMismatch

Best guess for optimum:
alleleMismatch=3

Profile morphology:
NonZeroSecondMinimum
Caution with optimum



Count

12

10

alleleMismatch

allelematch

amUniqueProfile()

missingDatal.oad=0.005
allelicDiversity=6.1

—8— unique
—8— multipleMatch
~-&- unclassified

Best guess for optimum:
alleleMismatch=2

Profile morphology:
ZeroSecondMinimum
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140
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allelematch

amUniqueProfile()

missingDatal.oad=0.046
allelicDiversity=7.9

—8— unique
—8— multipleMatch
~-&- unclassified

alleleMismatch

Best guess for optimum:
alleleMismatch=3

Profile morphology:
ZeroSecondMinimum
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allelematch

amUniqueProfile()

missingDatal.oad=0.097
allelicDiversity=8.2

—8— unique
—8— multipleMatch
~-&- unclassified

alleleMismatch

Best guess for optimum:
alleleMismatch=6

Profile morphology:
NonZeroSecondMinimum
Caution with optimum
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50
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amUniqueProfile()

missingDatal.oad=0.199
allelicDiversity=4.8

—8— unique
—8— multipleMatch
~-&- unclassified

alleleMismatch

Best guess for optimum:
alleleMismatch=1

Profile morphology:
NoSecondMinimum
Caution with optimum



