
50 100 150 200 250

0.0

0.2

0.4

0.6

0.8

Pfkfb3 (T02R00AEC2D8)

50 100 150 200 250

0.0

0.2

0.4

0.6

0.8

Csf1 (T03R0672174D)

Optimal alignment between distributions (with sliding)
GMD=7.881, gap=c(0,100)

Position

F
ra

ct
io

n



20 40 60 80 100 120

0.0

0.1

0.2

0.3 Hig1 (T09R0743763C)

20 40 60 80 100 120

0.0

0.1

0.2

0.3 Cd72 (T04R028B8BC9)

Optimal alignment between distributions (with sliding)
GMD=3.992, gap=c(0,24)
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